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type 2 type

e Con

ZBTB7A
PUM2 Exp
PTPN11
UBE20 1
HGS
MYO1C
LIMD1
TGM2
GREM1
SEC24B
HHIP
SLC26A2
FAMB83G 0
PPP3CA
GIT1
RASAL2
SNX19
LATS2
ASXL1
CELSRH1
DGCR8
NIPBL -1
PRKDC
SULF1
TRIM33
BMPR2
TNXB
ZNF451
PDPK1
PKD1
ZNF516 -2
FASN
SMAD5
LEMD3
GATAD2B
ADAMTS3
NOTCH?1
RNF111
DDR2
TRIP11
LATS1
CRIM!
ZBTBA40
CDK13
JARID2
TCOF1
PPARA
DHX9
ITCH
CDK12
MTA2
CHD2
CREBBP
HIPK2
NBR1
NEDD4
EP300
NOTCH2
MED1
ZNF281
INPPL1
XYLT1
PUM?
VDR
PLS3
SRF
ITGB5
SINHCAF
COL13A1
SPRY2
TSC22D1
HMGA2
DVL1
SMURF2
GTPBP4
XRCC5
YTHDF2
SPRED3
NTN4
SPRED1
SKIL
ANKH
GATAG
FZD7
SPRED2
MBTPS2
SAP130
DDX21
TGFBRAP1
NOLC1
SART3
MEX3C
CREB3L2
GJA1
SMURF1
GRB10
SPTBN1
BBX
CITED2
MYBBP1A
GATAD2A
TGFBR1
CYFIP2
TGFB2
TRPS1
AHI1
NCEH1
KBTBD8
EPHA2
TBX3
LIG4
ITGBS
CELSR2
GDF6
REST
EFEMP1
FMOD
P2RX7
THBS3
IFITM1
SOX9
LEPR
HMGB2
DCN
SCUBE3
MAPK 11
RGN
CLECT1A
LRRC17
LTBP4
PLEKHA4
ING2
ACAT1
IFT80
HTRA3
SNAI1
RGMA
PTN
HOXA5
FBLN1
SEMA3B
ACVRL1
CDKN2C
CHRD
ID3
ECM1
TWIST1
PPIB
FSTL1
COLGA1
CTHRCH1
MATN3
COL1A1
SIX2
SNAI2
COLS5A1
COL11A1
IGFBP5
TMEM204
TMEM119
TGFBI
HTRA1
COL1A2
LOX
YAP1
BAMBI
CTNNBIP1
RUNX2
ALPL
CLEC3B
HOXC4
PGRMC2
SELENOM
BGN
RPL38
RHOA
RPS7
SPP1
HEXA
FBL

Regulation of actin cytoskeleton-

Hippo signaling pathway-

Adherens junction -

TGF-beta signaling pathway

Cellular senescence

FoxO signaling pathway -

Thyroid hormone signaling pathway

Lysine degradation-

Notch signaling pathway -

Hippo signaling pathway — multiple species-
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